ABSTRACT
INTRODUCTION

36
Decreased insulin secretion and/or its responsiveness to the tissues, leading to dysfunctions on 37 protein, lipid and carbohydrate metabolism is characterized as diabetes mellitus [1] .
38
Hyperglycemia is the major hallmark of the disease and associated with increased rate of glucose 39 auto-oxidation, non-enzymatic protein glycosylation and increase influx to the polyol pathway [2] .
40
These mechanisms initiate oxidative stress and inflammation and might affect many cellular 
48
Recent studies have indicated a strong relationship between oxidative stress and steady-state levels 49 of antioxidant enzymes [5, 6] . These enzymes are also regulated by two transcription factors; 50 nuclear factor erythroid 2-related factor (Nrf2) and nuclear factor kappa B (NFκB) genes [7] .
51
Targets of this two protein are important for the protection since they enhance proinflammatory 52 cytokines and defense against inflammation and oxidative stress [8, 9] . Furthermore, the activities Santa Cruz, sc-8312, 1/100) primary antibodies for two hours. As a cytoplasmic internal control,
119
GAPDH proteins were also labeled with anti-GAPDH Rabbit IgG (Santa Cruz, sc-25778, 1:2000).
120
After primary antibody incubation, horseradish peroxidase (HRP) conjugated secondary 121 antibodies were incubated (1:10,000) for 1 h. 1A, 1B, 1C and 1E). We can explain one of the causes of this suppression, which occurs at about 159 40% levels, with a significant decrease (about 3-fold) in the nfkb that controls the transcription of 160 those enzymes ( Figure 1F ). In addition, mRNA levels of sod2, which is an important mitochondrial 161 enzyme against oxidative stress, did not change significantly with diabetes and/or resveratrol
162
( Figure 1D were not statistically significant. Moreover, when resveratrol was given to the control animals,
193
GPx, total SOD and total GST activities were down-regulated significantly (p<0.05).
194
Regulation of renal insulin signaling pathway components
195
Levels of insulin Rβ, irs1, irs2, pi3k, akt and mTOR gene expressions in renal tissues were also 
